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MAJOR RESEARCH INTEREST
Evolution of plant metabolic defenses against abiotic stress; network genetics,
quantitative genetics theory

EDUCATION
lowa State University ~ Genetics B.Sc. 1993
Cornell University Genetics Ph.D. 1999
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1999 -2001  Research Associate, Max Planck Inst for Chem Ecol., Jena, Germany
1993 - 1999 NIH Training Grant Fellow, Boyce Thompson, Cornell, Ithaca, NY
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