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D. Synergistic Activities:

1. Developing database aware software and analysis approaches for association and joint linkage-
association mapping. Currently, TASSEL analyses molecular diversity and carries out a wide
range of association and molecular quantitative genetic analyses.

2. Involved in designing the bioinformatics architecture for sharing and storing diversity data. As a

co-PI on the Gramene project and co-lead on a iPlant project, we have developed a diversity
schema, middleware, and query tools to share basic diversity data (both genotypic and phenotypic).
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