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Professional Preparation

University of California, Santa Cruz Biochemistry & Molecular Biology B.S. 1997
University of California, San Diego Biology Ph.D. 2002
The Salk Institute for Biological Studies Genomics 2002-2004

Appointments

2004-present Assistant Professor in Dept. of Ecology & Evolution, University of Chicago
2002-2004 Helen Hay Whitney Postdoctoral Fellow, Genomics, The Salk Institute for
Biological Studies

Synergistic Activities

Establishing a Center for Ecological Conservation Genetics

Chicago Center for Urban Ecology

Developed a field project undergraduate course on PrairieEcosystems.org

Developing methods for haplotype identification from high resolution SFP data.
Assisted on the development of BQTL (Bayesian QTL mapping) and used BQTL to perform two-
dimensional QTL epistasis scans using permutation thresholds (2001)

American Society of Plant Biologists and American Association for the Advancement of Science
(1998-Present)
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Collaborators

Magnus Nordborg, University of Southern California; Paul Marjoram, University of Southern
California; Sebastian Zoellner, University of Michigan; Scott Hodges, University of California-
Santa Barbara; Elena Kramer, Harvard University; Jeff Tomkins, Clemson University

Graduate and Postdoctoral Advisors

(Graduate) Joanne Chory  Salk Institute for Biological Studies and Howard Hughes Medical
Institute

(Postdoctoral) Joseph Ecker Salk Institute for Biological Studies

Thesis Advisor and Postdoctoral-Scholar Sponsor
Dissertation Directed

Graduate Students

Current:

Traci Viinanen Committee on Evolutionary Biology

Paul Grabowski Department of Ecology and Evolution

Former:

Andy Cal Department of Molecular Genetics and Cell Biology
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Postdoctoral fellows (4 total)

Current:

Xu Zhang Postdoctoral Scholar
Yan Li Postdoctoral Scholar
Christos Noutsos Postdoctoral Scholar
Geoff Morris Postdoctoral Scholar
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